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Nucleic acid sequencing IRYIHE R B E R R B BR A ] ; pi
110 using affinity reagents IR AR dr =0T T b AL 2018205472 2018/1/4 Bt
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112 e * ‘iﬁTEiJll‘ﬂéj(EEuAﬁﬂ#Eﬁ;%l% A 62021040050. 8 2019/11/11 | ##L
Nucleic acid sequencing YRGB AR A R A 5 Py »
113 using affinity reagents RN KA B R B AU2023201547 2018/1/4 s
| |

tm AERTAKKERE/M B 14SH#3-4F 100162

T:+01083549216

14

FI ORI EESRRPOAREE0L 518052

T: +0755-32899010




N E %)

—NORTH ASSET—

MGI US LLC /& Complete Genomics, Inc.
T A BUE A TETE 3 7= BAZTCTE 3 P A0 (8 2% P VA R

@

7| enan PR BR | awss aam | o
SIS A AL TR | YIRS R R A R A M .
U o ptrmn s s VRYIERE A FLE TS iy | 62020005146.9 ] 2018/1/4 | BERL
SR ARERC A AL PR | YIRS R R B R A Mo .
5 | sigtrmos Slr e iy | 20250674194 20187174 ) B
{3 I ARARICAOETFBRHEAT KM | PRI R BIER B A BR A 7 5 Ml .
116 it A R B ok 201980087970. 0 2019/11/11 | #Z#
SN YIRS R A B BR AT Ml -
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POSITIONAL CO-BARCODING FOR | . v - il S
126 SEQUENCING LONG DNA RINER G R AR A PR A L 2023316513 2023/7/20 | Sk
MOLECULES
METHODS OF IN-SOLUTION
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144 ?ﬂﬁﬂ*ﬁﬁ%ﬁﬁaﬁ&ﬂ’]%i% Complete Genomics, Inc. Eflﬁ 16107636. 7 2014/3/17 e
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X
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X
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X
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Fluorescence image
153 registration method, gene I A e 013 o B 2 [ /A i@ : .
SR BRI G B A R A F - 11202010040 2018/4/10 | #4L
sequencing instrument and ?’;‘Zﬁ
system, and storage medium
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. . -
159 | Tesistration method, gene gk R AIRAT | Lo | 2018118609 2018/4/10 | #2HL
sequencing instrument and AL
system, and storage medium
DNA sequencing using A3
160 | controlled strand YR EERHE I A IR A R ;;& 2016220404 2016/2/10 | 4L
displacement *
Isolated oligonucleotide 23
161 | and use thereof in nucleic | IRYIMERFIERHLRABATIRAF ;J& 2014406026 2014/9/12 | £
acid sequencing *
Vesicular linker and uses
thereof in nucleic acid - s - il o
162 | | . IRYIER SR AR B BR A F] - 2014405991 2014/11/21 | 4241
ibrary construction and AL
sequencing
RV YERE HLAS R | o e g N . o
163 | BRI S0 R4 S O HE A B A ’TE::;E;E;E?{%E%@@MT gf 62021033837. 7 2019/5/7 | #8241
Bk DNA JERTLEBIL * AR X
Biochemical substance 3
164 | analysis system, method, IR G R AR A BR A F %;i 11202202846Q 2019/9/24 | AT
and device
Rolling circle i
165 | amplification method, H IR A IR ST A ;*JE 11202105957Y 2018/12/5 | 4841
method for preparing >
| B L
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sequencing library, and DNA
nanosphere prepared
therefrom
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paired—end sequencing
Biochemical substance s
173 | analysis system, method, RN R ISR AR A R A ;*X 2019467369 2019/9/24 e
and device >
JCER R RGBT | g A Him N
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=
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BT SR FEEAT | o e g - SLS il .
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193 | EUMRSNT RS FiEE | RIERBER A AR A WiE | 201980100118. 2 2019/9/24 | #HL
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sequencing instrument and 9
system, and storage medium
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nanosphere prepared
therefrom
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